Figure S2

Exon 18
ALK MEGHGEVNIKHYLNCSHCEVDECHMDPESHKVICFCDHGTVLAEDGVSCIVSPTPEPHLP 60
X1 MEGHGEVNIKHYLNCSHCEVDECHMDPESHKVICFCDHGTVLAEDGVSCIVSPTPEPHLP 60
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ALK LSLILSVVTSALVAALVLAFSGIMIVYRRKHQELQAMOMELQSPEYKLSKLRTSTIMTDY 120
X1 LSLILSVVTSALVAALVLAFSGIMIVYRRKHQELQAMOMELQSPEYKLSKLRTSTIMTDY 120
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ALK NPNYCFAGKTSSISDLKEVPRKNITLIRGLGHGAFGEVYEGQVSGMPNDPSPLQVAVKTL 180
X1 NPNYCFAGKTSSISDLKEVPRKNITLIRGLGHGAFGEVYEGQVSGMPNDPSPLQOVAVKTL 180
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ALK PEVCSEQDELDFLMEALIISKFNHONIVRCIGVSLQSLPRFILLELMAGGDLKSFLRETR 240
X1 PEVCSEQDELDFLMEALIISKENHONIVRCIGVSLOSLPRFILLELMAGGDLKSFLRETR 240
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ALK PRPSQPSSLAMLDLLHVARDIACGCQYLEENHFIHRDIAARNCLLTCPGPGRVAKIGDFG 300
X1 PRPSQPSSLAMLDLLHVARDIACGCQYLEENHFIHRDIAARNCLLTCPGPGRVAKIGDFG 300
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ALK MARDIYRASYYRKGGCAMLPVKWMPPEAFMEGIFTSKTDTWSFGVLLWEIFSLGYMPYPS 360
X1 MARDIYRASYYRKGGCAMLPVKWMPPEAFMEGIFTSKTDTWSFGVLLWEIFSLGYMPYPS 360
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ALK KSNQEVLEFVTSGGRMDPPKNCPGPVYRIMTQCWQHQPEDRPNFAITILERIEYCTQDPDV 420
X1 KSNQEVLEFVTSGGRMDPPKNCPGPVYRIMTQCWQHQPEDRPNFAITILERIEYCTQDPDV 420
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ALK INTALPIEYGPLVEEEEKVPVRPKDPEGVPPLLVSQQAKREEERSPAAPPPLPTTSSGKA 480
X1 INTALPIEYGPLVEEEEKVPVRPKDPEGVPPLLVSQQAKREEERSPAAPPPLPTTSSGKA 480

R R I b S b e S b A S S I I b I Sb b I b I b I IR S b e S b S SR A S b I S S b b S 2 I 2h S 2b S b S

ALK AKKPTAAEISVRVPRGPAVEGGHVNMAFSQSNPPSELHKVHGSRNKPTSLWNPTYGSWET 540
X1 AKKPTAAEVSVRVPRGPAVEGGHVNMAFSQSNPPSELHKVHGSRNKPTSLWNPTYGSWET 540
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ALK EKPTKKNNPIAKKEPHDRGNLGLEGSCTVPPNVATGRLPGASLLLEPSSLTANMKEVPLE 600
X1 EKPTKKNNPIAKKEPHDRGNLGLEGSCTVPPNVATGRLPGASLLLEPSSLTANMKEVPLE 600

R R e I b S b S b I S S I S b Sb b I S I 2 S b S b e S b S SR S b S S b b S 2 I 2b S 2b e S b S

ALK RLRHEFPCGNVNYGYQQQOGLPLEAATAPGAGHYEDTILKSKNSMNQPGP 648
X1 RLRHFPCGNVNYGYQQOQGLPLEAATAPGAGHYEDTILKSKNSMNQPGP 648
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Figure S2 . ALK sequencing results. The protein sequence of ALK expressed in A375X1 cells (blue)
was aligned to the NCBI Reference Sequence (NM_004304.4).

The amino acidic substitution at position 489 is reported as a SNP
(https://www.ncbi.nlm.nih.gov/projects/SNP/snp_ref.cgi?geneld=238).



